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Influence of Intestinal Microbial Population on
Therapeutic Effect of Methionine Enkephalin on Tumor
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Abstract Methionine enkephalin ( MENK) is an endogenous opioid peptide that has good antitumor effects while
the influence of intestinal microbial population ( IMP) on the antitumor effect of MENK is still unclear. In this study
a mouse IMP disorder model and a tumour-bearing mouse model were established to detect the IMP abundance by
16S rRNA sequencing method to monitor the weight of mice and draw tumor growth curve and detect the percentage
of CD4" T cells CD8 T cells and Treg cells infiltrated by mice tumor by flow cytometry. The results showed that the
model of IMP disturbance in mice was established successfully. Both tumor-bearing mice with normal IMP and tumor—
bearing mice with disturbed IMP were treated with MENK the latter had a larger tumor volume the percentage of
CD4 " T cells and CD8 * T cells infiltrated by tumor in tumor-bearing mice with normal IMP was up-regulated Treg
cells percentage was down—regulated when tumor-bearing mice with disordered IMP were compared with tumor-bearing
mice with normal IMP  the percentage of CD4 " T cells and CD8 * T cells infiltrated by tumor in tumor-bearing mice
was down-regulated Treg cells percentage was up—egulated. This study showed that IMP disturbance could reduce the
efficacy of MENK in treatment of tumors.
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Fig. 1 Comparison of cecal appearance total number and diversity of intestinal flora in mice treated with ABX
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A: Appearance of cecum of mice in NS group and ABX group; B: Chao index graph of intestinal flora of NS group and ABX group;
C: Shannonindex graph of intestinal flora in NS group and ABX group; The ABX group was compared to the NS group * * * Signif—
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Fig.2  Body weight and tumor growth of mice in group C M AN and AM
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A: Tumor growth curve of mice; B: Weight comparison of mice; C: Mouse tumor specimen; D: Comparison of tumor weight in mice;
When group M is compared to group C % * * Significant difference( P <0.001) * * * % Significant difference( P <0.000 1) ;
When group AM is compared to group M ### Significant difference( P <0.001) #### Significant difference( P <0. 000 1)
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