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Advances in Bacillus amyloliquefaciens for Biocontrol
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Abstract  Bacillus amyloliquefaciens has been widely studied for its capability of inhibition against plant diseases and
enhance plant growth. Following the development of sequencing technology complete genome of several B. amylolig—
uefaciens strains have been sequenced. The functional genes relevant to antagonism mechanism involved in disease
control and the interaction among plant-pathogen-biocontrol organism are reviewed. Moreover further research focuses
are set forth. The review will provide theoretical references for further study and better application of B. amyloliquefa—
ciens.
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